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Unique composition of Corallium rubrum Figure 1 - Composition of the bacterial communities associated with five different

microbiota gorgonians over time at two different locations — Cassis and La Spezia.
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Material & Methods Results

Study species (encompassing 3 families, 2 sub-orders) Eutrophication: No short-term effect
Eunicella cavolini Copper pollution: No effect on C. rubrum microbiota

Paramuricea clavata Similar effect on microbiota on P. clavata and E. cavolini
Corallium rubrum > upregulation copper and heavy metal transporters, and chaperone DnaK

Experimentally exposed to copper pollution and > Increased virulence and reduced phage-related processes

eutrophication for 18 hours (n=6 per condition) Inter-species differences:

Metatranscriptomics analysis C. rubrum P. clavata E. cavolini
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Sequencing on lllumina HiSeqg4000 | | e | | (Aromatic) amino acids

Data analysis: SAMSAZ2 pipeline® and DESeq2’ ' g ‘ Anti-microbial peptides

— - | | ABC transporters
- LB ; — -' Biofilm
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